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ABSTRACT

Hepatitis B virus (HBV) infection is one of the most public health problems in
Thailand. Chronic hepatitis B (CHB) patients are at risk for liver cancer. The antiretroviral
treatment must have be diagnosis of infectious state and the liver pathology. And
following treatment with the laboratory diagnosis to benefit in patient treatment. The
purpose of this study was to evaluate the correlation between serum alanine
aminotranferase (ALT), alpha-fetoprotein (AFP), HBeAg and DNA mutation (Basal Core
Promoter: BPC: 1762, 1764 and Precore; PC:1896) in 114 chronic hepatitis B (CHB)
patients at Lerdsin hospital, Bangkok composed of 64 males (56.14%) and 50 females
(43.86%). The serum ALT in male were significantly higher than females (56.74+25.60
and 46.92+16.97, respectively, p =0.011). There were 38 HBeAg positive and 76 HBeAg
negative. Serum ALT and AFP level in HBeAg positive were 60.92+26.79U/L and
5.20+6.34 ng/mL, respectively and significant higher than HBeAg negative (48.01+£18.92
U/L and 3.65+2.78 ng/mL, p = 0.002 and 0.037, respectively), and found significant
positive correlation between ALT and AFP level in chronic hepatitis B patients
(R = 0.799). The HBeAg negative patients were significantly older than HBeAg-positive
patients (p<0.005). Moreover, 61.11% of HBeAg positive patients showed HBV viral load
higher than in HBeAg negative patients. In 33 HBeAg-negative patients of DNA mutation
study, 23 were mutation in BCP (69.70%) and 21 were mutation in PC (63.60%).

Furthermore, the ALT level in mutant group was significant different from wild type group



(p=0.032), while not significant difference in AFP level and HBV DNA. Therefore,
serological parameters detection such as serum ALT, AFP, HBeAg were benefit for
potential diagnosis and prognostic marker which easily to do and low cost. However,
viral load and DNA mutation study also necessary for predictive indicator and viral

treatment in CHB.





